• 

Application No. 09/807,007 

Also submitted herewith in ft:ll compliance to 37 C.F.R. §§1 .821-1 .825 is a disk copy of the 
substitute Sequence Listing. The disk copy of the substitute Sequence Listing, file "2921 - 
0130P.ST25", is identical to the paper copy, except that it lacks formatting. 

The substitute Sequence Listing includes the sequences disclosed in the figures as filed 
that were not made part of the original Sequence Listing. The amendments to the Specification 
are being made to reference the sequences by their SEQ ID NOS. These amendments are 
editorial in nature and do not constitute new matter. 

Entry of the above amendments is earnestly solicited. An early and favorable first acfion 
on the merits is earnestly solicited. 

If necessary, the Commissioner is hereby authorized in this, concurrent, and future 
replies, to charge payment or credit any overpayment to Deposit Account No. 02-2448 for any 
additional fees required under 37 C.F.R. § 1.16 or under 37 C.F.R. § 1.17; particularly, extension 
of time fees. 

Respectfully submitted, 

BIRCH, STEWART, KOLASCH & BIRCH, LLP 




By tr:^^^ 
~~f^ GerMcl M. Murphy, Jr. 



P.O. Box 747 

g^j^Onlp """^ 22040-0747 



(703) 205-8000 



Attachments: Paper and disk copy and of Sequence Listing 
Copy of Notice to Comply 
Version with Markings to Show Changes Made 



The paragraph beginning „n page 5, line 22 has been amended as follows: 

-Figure 2A discloses an aniino acid sequence comparison of ,he human PTCH2 lEidi^J^ 
"LMNOUCupper lines, and PTCHI(s^iies^699^fsE!iJ^ 

sequences. - 

The paragraph beginning on page 5, line 24 has been amended as foillows: 

--Figure 2B is a representation of the alternative sphcing eventsiSEaiDNOSiM^^ 
thai result in difterent C-termini.- 

The paragraph beginning on page 18, line 8 has been aniended as follows: 
--Detailed description of the rirawin»c 

Figurelshowsihegencmic sequence ofSE0IDNO:5, Wherein exons and i„.ons are designated 
.n .he genomic sequence of the presen, human parched 2 gene. H„we,er, excns 12a and ,2b 

discussedah„.e are norspecifically shown inFrgurel.bu, is instead disclosed as , he separate 
.eque„cesSEQION0:3andSEQIDN0:,respec.ive,, Figure 2A discloses an amino acid 
sequence compa,ise„of,he human PTCH2(^siduesJ^^ 

PTCHI(s^sesH5,,fSB^^ ^^^^^^^^^ 

...no acds, While do. similar ammo acids. The PTCH2 sequence presented is composedofrhe 
original cDNA clones and of the products of rhe 5' RACE analysis.-. 

The paragraph beginning on page 18, line 19, has been amended as follows: 

-Figure 2B is a representation of the alternative splicing events (SE(aDNOSii9J0aM2. 
>lUiaiM.hat result in different C-te™ini. In the parotid gland and the coion ' the 
penultimate and the last exon are canonically Joined together. In fetal brain however the 
penultimate exo„ with pa„ of ,he3.i„tronfimctio„s as the terminal exon. The mtronic sequence is 

*e deduced amino acid sequence is shown, and below is the corresponding sequence Of themouse 
P.ch2. T.e conserved mtronic dinucleotides are shown by bold letters and the tenmmation signals 



are indicated by asterisi<s. Note tlie absence nf n 

. °' ^'^^ «f ^he termination 

codons between the mouse and human PTCH2 

, , Putative polyadenylation signals 

are also shown in this diagram Th» ■ 

encompassing the PTCH2 gene.-. 



